PhyML bootstrap values below the branches. A score of 3 to 9 instead of 5 to 9 was used to extract multiple sequence alignments. Thickened horizontal lines represent 1.0 Bayesian posterior probability. A tree with practically identical log-likelihoods was obtained when monophyly was enforced for all sequences from Unikonta plus red algae. Trees with significantly lower log-likelihoods were obtained when monophyly was enforced for all sequences from Eukaryota, or from Unikonta plus red algae plus N. gruberi (supplementary   table 1 Curly brackets refer to enzymatic activity; only enzymes from the upper branch show reaction rates as expected for effective tryptophan degradation, while fungal indoleamine-2,3-dioxygenase  (IDO) and some bacterial enzymes in the lower two branches have very low reaction rates (Yuasa and Ball 2012; Yuasa, et al. 2011 ). 
